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Fig. 10 Elementary steps of the TRC reaction.
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Fig. 200 Protocol of TRC method.
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Fig. 30 Fluorescence monitoring of the TRC reaction
000 of the GO RNA(a), and the GO RNA(b).
000 Horizontal line indicates the cutloff value 1.2.

Table 10 Specificity of* TRCRtest Norol” and“ TRCRtest Noro2”.

TRCRtest TRCRtest TRCRtest
Sample Noro2 Norol[J Noro2
0 0 0 0 0 0
Stool sample
[J Norovirus 20 12 25 7 32 0
oo@o) 08l 0OoO 010 Ov70 O8O 0OoO
oo(Go) 0110 0120 0230 000 ©O230 Oo00O
go@ooen) 010 ooo D10 pooo 0O1d oo
[J Rotavirus A 0 5 0 5 0 5
Bacterial cells
0 Vibrio parahaemolyticus 0 2 0 2 0
[J Salmonella Enteritidis 0 1 0 1 0
[J Escherichia coli 0157 : H7 0 1 0 1 [0} 1
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PCRUODDOOOOOOOOO1I010p LOODOODOO obooooooooooooobOOobOgoRrT-PCRO
ORFIORNAOOOODOOOOOOOOOOOODOO ooooocooo

0 20 O O SR46, 48, 50, 52/SR330 0 NV82,

SM82/NV810 Yuri22F/22R™»0 0 0 0 0 O RT-PCRO 0200000
OOORF20000O0C0COOODOCOOOIOO TRCOORT-PCROOOOOOOOTable 20000
0 G1SKF/RO G2SKF/RO 0 0 0O O O RT-PCRO ORF1 Table 2000 00 O (a)0 RT-PCRO SR46, 48, 50,
0 ORF20 junction 0 O 0 O G1COF/RO G2COF/R* 52/SR33PO 00000 OO0DODODOOOO(b)DORT-

Table 200 Result of evaluation by stock samples.

@
RTO PCR
SR46, 48, 50, Total Positive
g 52/5R33 ratio
0 [}
TRCRtest O 57 6 63 TRC
Norol0 Noro2 | 3 17 20 760
Total 60 23 83
Positive ratio RTO PCR 720 Concordance 890
(b)
RTO PCR
O O Sl i Positive
15 1=EED NV82, SM82/NV81 Yuri22F/22R ratio
O O 0 O 0 O
TRCRtest O 88 20 59 47 100 8 108 TRC
Noroll[] Noro2 O 0 61 4 57 4 57 61 6401
Total 88 81 63 104 104 65 169
Positive ratio RTO PCR 5200 RTO PCR 380 RTO PCR 6200 Concordance 9301
©
RTO PCR
Positive
82 feces G1SKF/R, G2SKF/R Total i
ratio
O O
TRCRtest O 46 5 51 TRC
NorolO Noro2 ] 1 30 31 620
Total 47 35 82
Positive ratio RTO PCR 570 Concordance 930
(©))
Real-time RTO PCR
Positive
85 feces G1COF/R, G2COF/R | Total ;
ratio
O O
TRCRtest 0 48 5 53 TRC
NorolO Noro2 ] 1 31 32 620
Total 49 36 85
Positive ratio RTO PCR 580 Concordance 930
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Extract volume Sample dilution
10 10pL (optional) x 10
v
| RT reaction | 1h Extract volume
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g J

Fig. O O Protocol of evaluation by stock samples.
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Table 30 Result of evaluation by outbreak samples.

Number of positive/tested
Outbreak No.

RTO PCR TRC
01 4/ 6 4/ 6
102 10/14 10/14
103 10/14 10714
104 11711 11/11
105 6/ 6 6/ 6
106 5/ 9 5/ 9
NO 1 6/ 6 6/ 6
NO 2 4/ 6 4/ 6
NO 3 1/ 3 1/ 3
NO 4 3/12 3/12
NO 5 3/ 6 3/ 6
NO 6 4/ 5 3/ 5
NO 7 5/ 6 6/ 6
NO 8 3/ 3 3/ 3
oo1 4/ 5 4/ 5
oo?2 9/ 9 9/ 9
oo3 5/ 7 5/ 7
oo 4 7/ 9 7/ 9
oos 5/ 6 5/ 6
od6 5/ 7 5/ 7
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